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research on three transcription
factors called Pax6, Foxg1 and
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Figure 1 Normal mouse embryo on the
left; mouse embryo lacking the
transcription factor Gli3 on the right;
the brain (Br) is poorly developed in
the mutant.
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We have started to investigate
this by searching for genes whose
expression is altered when the
transcription factors are removed.
To do this we have used a genetic
trick to isolate cells that express
the transcription factor of interest
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changes we find are more likely
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transcription factor. So far, we
have discovered about 200 genes
that might be regulated by Pax6;
many of them are involved in
regulation of the cell cycle and
control of neuronal differentiation.
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